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WUNEVIBITENE 2 B D AAA ¥ 2875 spastin OFR R T 117 O#EE & M he
(Structure and function of the Caenorhabditis elegans homologue of spastin, a member of

AAA proteins with microtubule-severing activity)
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[EHR] 34, AAA (ATPases Associated with various cellular Activities) ¥ /527 EIZERT 2 & EBM
HRWTHREINTVSD, AAA YNV EDO—DTH 5 spastin 1F, EERMBRTHERTH 58E
PERMER R O N & U TRZE SN, B, SEMRB LUy auYa NI 2AnEERIC
&£V, spastin H/NEURIIEEZRT CEMREINTVS, L LRSS, spastin 2H/NE & ED
XOWHEERL, TOREQXIRAHZ AL THNE RGBT 2 NEW MR- ThRn, F
CTHRMETIE, CRHZEALNMIT SR, BHO spastin REOZ THD SPAS-1 DA{LFEH - 1
IEEW NIRRT ET o I,

[ RKIBEZHWTHA - BULAFERBIUERM SPAS-1 2T, ATPase ¥, A1) d%
—REBLUERE - OMTEEMEMT Lz, 2, in vivo ITBWTH/NMEGMTE 20 EHd 2 Ra ke
EMIATHEL, SPAS-1 ORU/NEDIR OB EBRBRORER2HES~.

[RERT BRI E AW RICKD, SPAS-1 BR/NENIMEEERTA 2L 2Behiclz, FLT,
SPAS-1 @ ATPase {&PEAY, tubulin &5 WREB/NEERRMNT 2 Z LI L DREINS T &, SPAS1 @
N FKImfE#EE (microtubule binding domain: MTBD) T tubulin S EERNTA Z &2 BH Uk, £,
FVRIBZ IY N7 4 12k SPAS-1 O 6 BABRITEBEKFNICECD, ATP 24E LA
WZEEMHNZ Lz, —F, BREZROWEMITNG, SPAS-1 OM/MWEDEREEIIE, ) 7R
VT~ 0 pore NETHRESNEHFFRBZLCORBB LY pore WEICMET 2EROE
HUEBEPEETHLL2WoM Lz, BEY I XEVHBEEMN T, SPAS-1 BBMERED
2B whulin C RGN TF R ERRNICHEMEAT L EERH L,

[ER] SHEELNERE D &I, spastin I X SH/NETNFOEFT ) EB 3%, (1) SPAS-1 I MIBD
A UTHIVE LAEE L, ATP ERTFIT 6 BEEFRL, 2 ) PRA) I—0 pore BILICHL
BT DHEMREIC LD whulin CKIFEZFML, (3) SPAS-1 O ATP KAENRMEEEIC X D #/VE D
5 wbulin A IS, CNEDRTw TBRUIRIN, MNVERASEIERC S,

[F5%81 b b spastin & SPAS-1 OHFEMEIZE <, SPAS-1 TH S MRS D spastin DISEER LU
MEBBERF OBBRICHEBK I S HERREN, Ll T, AR TH L NIRRT, spastin EER
THEICERZ D DEAEEENFREOKRRMAE, S5 CEBREOBRBICLRIDbDEELSD,




